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WOAH Regional Virtual Training Workshop on Molecular Epidemiology 

Techniques (MET) for Rabies, 2nd round 
In association with the Changchun Veterinary Research Institute (CVRI), WOAH Reference 

Laboratory for Rabies, China P.R. 

 
Wednesday 24th August 2022 
 

Topic Presenter(s) 

Opening remarks Dr Hirofumi Kugita, WOAH Regional 
Representative for Asia and the Pacific 
 
Dr Changchun Tu, WOAH Expert for 
Rabies, CVRI, China P.R. 

Overview of workshop agenda 
Participant introductions & meeting photo 

WOAH RRAP 

Mentimeter® quiz on MET WOAH RRAP 

Summary of participant survey from 
training in 2021 

Dr Lesa Thompson, WOAH RRAP 

Putting theory into practice - experiences 
from participants at previous MET training 

Dr Jeffrey Cruz, Philippines 
Dr Vo Van Hung, Vietnam 

Updates from Members on laboratory 
progress and phylogenetic analysis since 
previous hands-on training 

Cambodia, India, Indonesia, Malaysia, 
Myanmar, Nepal, Sri Lanka, Thailand 

Break  

Introduction to molecular epidemiology 
techniques – how and why is it useful for 
rabies? 

CVRI, Dr Changchun Tu 
 

Rabies molecular epidemiology in South 
Asia 

KVAFSU, Dr Shrikrishna Isloor 

N & G gene amplification, sequencing and 
editing 

CVRI, Dr Biao He 

Knowing your sequence: From online blast CVRI, Dr Biao He 

https://rr-asia.woah.org/wp-content/uploads/2022/08/1-rrap-summary-on-round-1-for-20220824_final.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/2a-philippines_woah-presentation-edited-20220819.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/2b-hungvovan_met-presentation_vietnam_20220824_audio.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/3a-cambodia-member-update_20220824.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/3b-india_-updates-for-met.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/3c-indonesia_member-update-for-20220824-with-audio.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/3d-malaysia_member-update_2022.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/3f-myanmar.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/3g-nepal_member-update-20220824_with-audio.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/3h-sri-lanka_member-update_20220824.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/3i-thailand_member-update-for-20220824_1-edit.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/4-dr-tu_woah-met-2022-08-final.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/5-isloor_sa_mol-epidemiol_24082022.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/6-day-i_n-g-gene-amplification-sequencing.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/7-day-i_knowing-your-sequence.pdf
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searching to downloading reference 
sequences 

Q&A session Facilitated by WOAH RRAP 

Wrap up remarks CVRI, Dr Changchun Tu 

Close Zoom  
 
 
Thursday 25th August 2022 
 

Topic Presenter(s) 

Recap day 1 Dr Mukul Upadhyaya, Nepal 

Sequence comparison using BioEdit® CVRI, Dr. Biao He 

Practice session* CVRI 

Q&A session Facilitated by WOAH RRAP 

Break  

Phylogenetic analysis and tree construction 
using MEGA® 

CVRI, Dr Biao He 

Practice session* CVRI 

Q&A session Facilitated by WOAH RRAP 

Mentimeter® quiz on MET WOAH RRAP 

Wrap up remarks CVRI, Dr Changchun Tu 

Evaluation survey and close workshop WOAH RRAP 

Close Zoom  

 
*MEGA® and BioEdit® package provided before the training 
 

https://rr-asia.woah.org/wp-content/uploads/2022/08/8-day-ii_sequence-comparison-using-bioedit.pdf
https://rr-asia.woah.org/wp-content/uploads/2022/08/9-day-ii_phylogenetic-analysis-and-tree-construction-using-mega.pdf

