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< B e e Table 2: Examples of sampling sources, sample types and monitoring output
Prot ctivn.g imals, i ur puture

Additional

information

Source Type Output required or
additional

stratification

Prevalence of resistant
bacteria originating from
Herd or flock  Faeces or bulk  animal populations (of different

Age categories,
production types,

. . . etc.
of origin milk production types) Antimicrobial use
Relationship between .
over time

resistance and antimicrobial use

Prevalence of resistant bacteria

Faeces originating from animals at
slaughter
Abattoir Caeca or
(cells merged) . : As above
intestines
Hygien ntamination durin
Carcass ygiene, contamination during
slaughter
Pr in Hygien ntamination durin
ocessing. Food products ygiene, co @ atp during
packing processing and handling

Prevalence of resistant bacteria
Food products  originating from food, exposure
data for consumers

Point of sales
(Retail)

Prevalence of resistant bacteria
Various origins Animal feed originating from animal feed,
exposure data for animals
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Pasteurella mulftocida, Clostridium chauvoei,

Staphylococcus aureus

Streptococcus. Salmonella
Pasteurella, Samonella

E.coli, Salmonella, Enterococcus
E.coli, Salmonella, Enterococcus

E.coli, Salmonella, Enterococcus,
Campylobacter colijjejuni

Aeromonas hydrophila, Streptococcus
iniae, Eadwardsiella ictaluri

Vibrio parahaemolyticus, Vibrio
anguiflarum

E. coli, Staphylococcus aureus,
Clostridium perfringens, Salmonella

E. coli, Staphylococcus aureus,
Clostridium perfringens, Salmonella
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Pasteurella multocida
Clostridium chauvoei
Mycoplasma bovis
Staphylococcus aureus
Streptococcus agalactia
E. coli

Klebsiella pneumoniae
Clostridium perfrigens

Streptococcus suis

Ervispelothrix rhusiopathiae,

Pasteurella multocida, Streptococcus suis
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https://www.openepi.com/SampleSize/SSPropor.htm

3. Sample size (OIE)

Table 1: Sample size estimates for prevalence in a large population.

90% 95%

Level of confidence Level of confidence

Expected

Desired precision Desired precision

= The sample size should be large enough to
allow detection of existing and

= emerging antimicrobial resistance phenotypes.

= Sample size estimates for prevalence of

prevalence

10%

5%

1%

10%

5%

1%

10%
20%
30%
40%
50%
60%
70%
80%
90%

24
43
57
65
68
65
57
43
24

97
173
227
260
270
260
227
173

97

2,429
4,310
5,650
6,451
6,718
6,451
5,650
4,310
2,429

35
61
81
92
96
92
81
61
35

138
246
323
369
384
369
323
246
138

3,445
6,109
8,003
9,135
9,612
9,135
8,003
6,109
3,445

antimicrobial resistance in a large

= population are provided in Table 1 below.

B BEGORE 0P HBEG

[—— _-|

Took | Sion | Comment |

2@l Mo [@®[~ | HB
-

and i of antimi ial resistance is necessary to:

1) assess and determine the trends and sources of antimicrobial resistance in

2} detect the emergence of new anti

3} provide the data necessary for conducting risk analyses as relevant to animal
and human health;

4} provide a basis for policy recommendations for animal and human health;

e sampling and testing of products of animal origin intended for human
consumption.
2. Sampling stiategies

a) Sampling should be conducted on a statistical basis. The sampling strategy
should ensure:

~ the sample is representative of the population of interest;

- the robustness of the sampling mathod.

b) The following criteria are to be considered:
— sample source such as food-producing animal, food, animal feed;
— animal species;
- categary of animal within species such as age group, production type;

- health status such as heal

- sample selection such as targeted, systematic random;

~ type of sample (e.g. faecal, carcass, food product);

i ir I s on the
n and assess which sources are likely to contribute
nimal and human health.

Catagories of food-prod nimals considarad for sampling should be
i

pi ing a
relevant to the country's production system.




- ]

8. muipgnssdamn SemiSnompe

RSSO (9/9)

0 uigsfiubminnnnsgsanmaf] ippumimuh smna SHSaisuaitiving Ifnns
igjhig)ngem My Satms fudidhimnsieSifitannd

O MIRARINWHRTHGHNA ‘[thi%ﬁﬁﬁﬁﬂ'jmi[,ﬁi—gﬂj MISTANG SuMinpaIAmn jJuginimsmin
igiimn inuiing s ilgjsvanamisghinaisuians ymit:mniasg ShUSAIGIIg) 6
IR UM GHAMEI: NG UM GERIEING

0 hmiﬂﬁf{jmégﬁmﬁj@p:mgmmﬁigmm‘j §ﬁ?ﬁﬁg&mﬁm§ﬁmr{pqmﬁ°jm1ﬁ fubify
VIS B N GYWE SN UHIHSIHSRRINUG Gy U uAMA




Y / / /1 1 L DA LD A A0
8. FAIPBERBRERNS éemséaequa

)
AI{BYERRNMS (9/0)
> amARinnSASNSIZUTHRIRBMIBUMUARN SYWESSHo RIS

4
1%

o ' 0 T Smmnio ot ot B i 2 L2
+ AYTRNUUYUAI A [
& MUUTIRS NUUYNAAME

Snniih: eERAMAIWYNIRIMA  [Bflectvedate 07112022
MASTER CONTEOL COPY
1. RSENMAAREE T TR T S A TG
7S 2. MEWHIGE Ady/esma B
** Uiﬁ 9 ﬁjﬁ an/enn. 18 Gnighisigrued 08
* 9 7 . 1n
waNaT.

& IR R UHHY m
s imuiandismipyuainma .......

+ Ranjapfmagmaap s painmwing === =

» nianjey (FgSwpigifnsaBanjainumaighitnms) ui yg —

» GAmsHiiag (NI IRS ANSMNAISMA 15J118)H)9 .




Y / / /1 1 L DA LD A A0
8. PPV 59?53559586‘%39

FR{BERURISHTIA (9/M)

= M [Ufﬂjﬂ,ﬂ G S S mﬁsjﬂiﬁﬂﬁSﬁﬁﬁjﬁU@ ﬂjﬁﬁiﬂ S Qﬁmﬁii)ﬁ]ﬁ%
-u§ifitan ’

- MEUUTIESHHMITAN NATAT
- MUBTiGEiE N wmih
- [UIRGMAINT

- IURAN:IRNIG) 6 6Th serotype U serovar {if¢ phage
- UG UIENIg)8iiBUin g 8 ausit muad




8. PPV 59?53559586‘%39

msﬁﬁﬁfgsﬁ?ﬂmﬁ (9/M)

0 wamagiapinsinamemus  ynsinmulAin
Lﬁﬁﬁﬁmsﬁgtﬁmmgsﬁmﬁﬁé i) ashimingh
g SHMAETIGIINT

0 miampu§ifiianEd  aianviIREimsmumuinm
HIGIFIFINS ARDSANIN T ANINAMITUY
amn minpgnisinhuifiiannd Sumididhims
‘t‘:j,ﬁﬁ’[f”iimSﬁﬁme'égjl"l

miogoim

I

minqmusHigighghdnnn y

@ mitogiin phIANIB U SHEMATAR U
nuGhiaT ygads FRRRgAUENS (WuEMY

AN G20

syw Shinwiian srsaud

IANUERD A yeidime ﬂmj:msm

gdimaugwmi upouRTINMoIR:InIGIS

GoaRINUERGQS isthghnnn U ghiapinw
i ysddiaumsganiy]

Gumdigimn MAUSWMIgENRIBUMGIfin

iglghnmi§o 8adw e

ighnugtsiiv fnjpugh

iignnn Gnnn uRnianIgIRe
Al Samn uRatenIgy
ghEnnn yghian

miGguEm

ghEnnn unhiani

ANE NG ST
tinmnaighéisniu ighiniioguys Ghghinnn

MAfuvuswRmAma Shnanimang
file ig)ninwnpimwifiFismiwn
nknmrstmgmmn'an}qmiﬁmmsﬁﬁms
nfningeiuagnid majwms &
e giain SHINNIERg gUMATWRnS
Shiseginin
fuaiyginishifpughntionmas
inwnsinin jeinapnagnomiin
HSUMAMAGH[IIRG B (UN3373)
FnapRaaigig)ainungl gom
assgfond puigion a4 sl
LRNIEE!

Iy
0 (
l i yoddins g yGhiANIGITn
[
— — %

tuuuswninima 84
ananmgaig)n Mgl
guAERYRidUNS

v AnensUfin UagHET
shynegn
argnaig:igiud
() UN3373 (i 8

ahstnuinigimai
gl yridh s




90. EGanpsposPinnn®
s RRg ARl R §iiaEg (9/9)

‘iSTiﬂﬂjiumﬁJMﬁLﬁimSﬁjﬁHﬁumHSﬂiﬁﬂﬁS Lﬁimﬁiﬁﬁ
imﬁﬁji"‘ltﬁmmﬁmﬁ SuAnnamnaatimui

MRS RISINR I GRIB{URTIENG (AST)

?ﬁMLmﬁﬁmiiﬁiﬁmmnﬁﬂSﬁQﬁjﬁLﬁmﬁiﬁiﬂﬁmSuﬁmm’[ﬁ‘lﬁ—
e Disk diffusion assay
e Agar dilution assay
e Broth microdilution assay
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Using INFARM data submission and visualization: Proportion of the MDR isolates

Proportion of multi-resistant isolates
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Mumber of antibiotics
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<« - C 25 infarm.fao.org/interactive-data-visualizations/browse?mode=private G W &

Food and Agriculture
Qy@ Organization Of the I n FARM The International FAO Antimicrobial Engllsh o rortanachea@gmail.com o

- B Resistance Monitoring System
United Nations

Home Surveillance Questionnaire AMR Data Interactive data visualizations v Document Repository

Private interface interactive data visualizations

The interactive data visualizations within the private interface are automatically generated once the AMR data is validated by FAO. These visualizations offer focal points with private

access to country-level descriptive summaries and analysis of AMR data.

General information~ AMR analysis and trends -

\ -
AMR Data Country Profile
1
|| Descriptive summary of AMR data, including details such as origin (animal species, sample locations, specimen types), isolated microorganisms, and the number of AMR data files categorized by their level of statistical reprg
Country Year of Sample Surveillance program Scale of monitoring Interpretation Antimicrobial Susceptibility  Guidelines
(Single selection) Collection (Single select... - AMR data (Single selection) (Single selection) criteria (Single selection) testing method (Multiple selec... (Single selection)

[(None) +] [(None) v | [(one) v | [(vone) v [(None) v | [(None)  +]

Country: All, Year: All, Type of program: All, Scale of surveillance: All , Interpretation criteria: All, Antimicrobial Susceptibility testing method: All, Guidelines: All, Creation Year of Context Questionn

[ 2
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Amoxicillin+clavulanic acid
Ampicillin
Azithromycin
Cefoxitin
Ceftriaxone
Chloramphenicol
Ciprofloxacin
Gentamicin
Meropenem
Malidixic acid
Streptomycin
Sulfisoxazole
Tetracycline

Trimethoprim/Sulfamethoxazole




- ]

90. E&anjhgfesgRinnse

mitss8dw Sumnwmi (9/é)

e Data analysis should be susceptibility profile and epidemiological cut off
value
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