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African swine fever situation in Asia & Pacific update
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*  Mongolia (Jan 2019) Overview
3 Hazard: African swine fever (ASF) is a viral disease affecting pigs and wild boar with up to 100% case fatality rate.
* Vletnam (FEb 2019) ASF reported countries since August 2018: China, Mongolia, Viet Nam, Cambodia, Democratic People’s Republic
. of Korea, Lao People’s Democratic Republic, Myanmar, The Philippines, Republic of Korea, Timor-Leste, Indonesia,
u CambOdla (Apr 2019) Papua New Guinea, India, Malaysia, Bhutan, Thailand, Nepal, Singapore, and Bangladesh.
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Characteristic of ASF Genotype |
and Il Recombinant strain
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Source article

nature communications ﬁg

Article https://doi.org/10.1038/541467-023-38868-W > Ti m e : 2 O 2 1 - 2 O 2 2

Highly lethal genotype I and Il recombinant , , ,
African swine fever viruses detected in pigs > Location: Jiangsu province

Henan province
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W Check for updates African swine fever virus (ASFV) poses a great threat to the global pig industry
and food security. Currently, 24 ASFV genotypes have been reported but it is
unclear whether recombination of different genotype viruses occurs in nature. > . ( )
In this study, we detect three recombinants of genotype [ and Il ASFVs in pigs in G e n Ot y p e . I B 6 4 6 L) P 7 2
China. These recombinants are genetically similar and classified as genotype |
according to their B646L gene, yet 10 discrete fragments accounting for over
56% of their genomes are derived from genotype Il virus. Animal studies with > Vi r-u | e n Ce . H ig h I y Iet h a I

one of the recombinant viruses indicate high lethality and transmissibility in
pigs, and deletion of the virulence-related genes MGF_505/360 and EP402R
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Significance one
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Significance two

> The live attenuated vaccine derived from

emo'. oeTeTeTeTe LO genotype Il ASFV is not protective against
:- challenge of the recombinant virus.
o 7 » These naturally occurring recombinants
o+ ————r————t————1—— of genotype | and Il ASFVs have the potential
0 2 & 6 8 10 12 14

to pose a challenge to the global pig industry.
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Significance three

EMERGING INFECTIOUS DISEASES

EID Journal > Volume 30 > Number 5—May 2024 > Main Article _Ba'“(/;.lavng 8
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Volume 30, Number 5—May 2024

Dispatch

Detection of Recombinant African Swine Fever Virus Strains of p72
Genotypes | and Il in Domestic Pigs, Vietnam, 2023

Van Phan Le=, Van Tam Nguyen, Tran Bac Le, Nguyen Tuan Anh Mai, Viet Dung
Nguyen, Thi Tam Than, Thi Ngoc Ha Lai, Ki Hyun Cho, Seong-Keun Hong, Yeon Hee
Kim, Tran Anh Dao Bui, Thi Lan Nguyen, Daesub Song, and Aruna Ambagala The Study,

On This Page

Thailand

» Time: 2023.09-10
» Location: northern provinces of Vietnam

> Positive rate: 23.08% (6/26) 2

Van Phan Le, et al. doi:10.3201/eid3005.231775
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It is still the ASFVs

SECTIQON 3.9. .
Conventional sample

SUIDAE ,
collection and

CHAPTER 3.9.1. diagnosis of ASF are
AFRICAN SWINE FEVER still effective

(INFECTION WITH AFRICAN SWINE FEVER VIRUS)

https://www.woah.org/fileadmin/Home/eng/Health standards/tahm/3.09.01 ASF pdf
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The rapid classification diagnosis method has usage scenarios

1. If the incidence process of ASF infection is different from before.
2. Especially when still infected with ASF after using the ASF vaccine
(legal vaccine from Vietnam or illegal vaccine from other countries).

3. ASF Epidemic investigation at the national level.
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Multiple Real time PCR have good advantages based on
genomic sequence differences

MGF_110-1L-P

R
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Pig_Inner Mongolia DQDM 2022 |ATATTTSCAGACCAAGCATGGCTACTTGTGAACAAGTGGCTGCTCGTCAGCAARTAGCTGCTCGTCAGCAAATIGGCTGCTCGTCN FCTTGTGGGTAS . .
Pig_Jiangsu LG 2021.seq ATATTTSCAGACCAAGCATGGCTACT TGTGAACAAGT GGCTGCTCETCAGCARATAGCTGCTCGT CAGCAAATIGGCTGCTCGTCH FCTTGTGGGTAS 5000 T N A A e T N ) B N S S i M R N o o
Pig_SD DY _2021.seq ATATTTIGCAGACCAAGCATGGCTACT TGTGARCAAGT GGCTGCTCETCAGCAAATAGCTGCTCGTCAGCAAATIGGCTGCTCGTCA GCTTGTGGGTAR 1 ) x 5
PigHeN_ZZ-P1l_2021.seq ATATTTGCAGACCAAGCATGGCTACT TGTGAACAAGTGGCTGCTCOTCAGCARATAGCTGCTCETCAGCAARTIGGCTGCTCGTCA) FCTTGTGGGTA, . MGE_110-1L (FAM) .
47_Ss_2008.seq ATATTTGCAGACCAAGCATGGCTACT TGTGAACAAGT GGCTGCTCGTCAGCARRTAGCTGCTCGTCAGCAMATGGCTGCTCGTICA FCTTGTGGGTAA : :
QURTES_3.seq ATATTTIGCAGACCAAGCATGGCTACT TGTGAACAAGTGGCTGCTCGTCAGCAMATAGCTGCTCGTICAGCAAATIGGCTGCTCGTCA) FCTTGTGGGTAS 4000 R N B T e P e el e e Bt i s VT R i P e
Pig_Henan 123014_2022.seq ATATT T GCAGACCAAGCATGGCTACT TCTGARCAAGT GGCTGCTCETCAGCARMRTAGCTGCTCETCAGCARATIGGCTGCTCGTCH FCTTGTGGGTAS . . .
Pig HLJ2018.seq ATATTTIGCAGACCARGCATGGCTACT TGTGARCARGT GGCTGCTCGTCARCARRTAGCTGT TTATCAGCARATAGCTGTTTATCA) GCTTGTGGGTAR * < 5
ASFV_SY18.seq ATATTTGCAGACCAAGCATGGCTACT TGTGARCAAGT GGCTGCTCGTCAACARRTAGCTGT TTATCAGCAAATAGCTGTTTATCH GCTTGTGGGTA] = 2] 061R ("'lc) .
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A cTTTT TITIC
AAAACAAGETAAMAL TTATATGTATGEAT TTETATAM 0 % e 4 il
> AATTATATGCATGCATATAAARGCATGCATAT, AC 1 ACTATAAC AAGGARTCAACACTITTATAN MATATATITITC ~ ¥ T ¥ ~ ¥ T
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. Zhigiang Hu, et al.
Genotype | and Il recombinant + + doi: 10 338q9/fvgets 2024.1422757
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Classification diagnosis methods already patented in China

Amplification
12 __ 1 b l l N SPPPST F,  P ’l —i»ASFVH&%ﬁ-FAM
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* ‘ Ll ; ASFVIEEE#H cys Il recombinant
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Patent application number: 202310994600.3
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Impact

1. Genotype | and Il Recombinant strain is highly lethal and transmissible in pigs and that
the genotype Il virus-based live attenuated vaccine cannot provide protection against
these recombinant viruses.

2. The newly discovered Recombinant strain in Vietnam are likely resistant to the
immunity induced by the current live ASFV vaccines and could replace the ASFV p72
genotype |l strains circulating in the region. This possibility poses a major challenge for
disease control and vaccine development and emphasizes the need for increased

vigilance in the global control of ASFV.
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