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ith Information Syst (ARAHIS)
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ASEAN Regional Animal Health Information System
ARAHIS

Weicome to the ARAHIS system

This system is intended for the use of authonsed representatives of members of ASEAN cou|
To ensure the integnity of the disease information managed by the system, access is restricte

This system has been developed with the cooperation of the ASEAN sectoral working group
Bangkok) and ACIL. The system builds on and extends the functons of existing regional
System for ASEAN (AHPISA)

Serotype 0 is still dominant
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Background

» In Bangladesh, FMD is endemic and mainly caused
by foot-and-mouth disease virus (FMDV) serotypes O,
A and Asia1 (Kamruddin et al, 1988; Anwar et al, 2014,
16; Rahman et al, 2018, Shahid et al, 2019).

> All most 80% of infection caused by Serotype O,
followed by Asia-1 and A

» Type C was last reported in 1995 (World FMD
Reference Laboratory).

>All the serotype O viruses belonged to the ME-SA
topotype. phylogenetically clustered together with India
2001 (Ind2001) lineage under middle-east, south Asia

iME-SA) topotyie.

v Three FMDV serotype Asia1
isolate collected during 2021
from the state of Jammu &
Kashmir  clustered  within
Group-IX  (BD-18)  whose
emergence has been
described recently in January,
2018 in Bangladesh and in
Tamilnadu during the month of
January 2020

v The analysis indicates
extended dominance  of
Group-IX in India.
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THANK YOU FOR YOUR ATTENTION

https://rr-asia.woah.org/en/our-mission/our-mission-regional-strategies/the-south-east-asia-and-china-foot-and-mouth-disease-seacfmd-campaign/
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